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[ Abstract] Objective To investigate the effect of silencing MSTI gene on
dopaminergic neurons in Parkinson's disease. Method PC12 cells were cultured and induced
to differentiate into neurons. The neurons were divided into control group, MPP+ group, MST!
SiRNA+MPP+ group and MST/ SiRNA group. After transfection for 48 h, Western blot was
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used to detect the influence of MST1, ULKI and S6K1 protein expression. Cell proliferation
was detected by thiazole blue assay (MTT). The contents of MDA, SOD, GSH and CAT in cells
were detected by the kit. Results After transfection and cultivation for 48 hours, the expression
of MST1 protein in neurons of the MSTI SiRNA group was significantly reduced (P<0.001).
Compared with the control group, MPP+ treatment could significantly inhibit the proliferation
of PC12 cells (P<0.01), increase the activity of MDA , decrease the activity of SOD, GSH and
CAT (P<0.01), increase the expression of MST1 and ULK1 proteins and decrease the expression
of p-S6K1 protein (P<0.01). Compared with the MPP+ group, MSTI SiRNA transfection
could effectively improve the inhibitory effect of MPP+ on PC12 cell proliferation (P<0.05),
while decreasing the activity of MDA, increasing the activity of SOD, GSH and CAT (P<0.01),
decreasing the protein expression of MST1 and ULK1, and increasing the protein expression
of p-S6K1 (P<0.05 or P<0.01). Conclusion Silencing MST! gene can inhibit oxidative stress,

promote cell proliferation and play a protective role in neurons.
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Figure 1. MST1 protein band diagram after
transfection with MST1 SiIRNA
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F1 MSTI SIRNAGMST1E B RIEF
(x+s, n=3)
Table1. Influence of MST! SiRNA on MST1
protein expression (x + s, n=3)
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Table 2. Effects of MST1 SiRNA on proliferation
of PC12 cells (%, x + s, n=3)

gibl MST1 5 AUHAFIG R
X HEZH 1.00 +0.26 X A2 1.00 +0.16
MST1 SiRNAZH 0.33 +0.05 MPP+H 0.72 +0.04"
t 4.689 MST1 SiRNA+MPP+41 0.92 +0.03"
P <0.001 MST1 SiRNAZH 1.00 + 0.06
6.812
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REf A S0 MPP+ % MDA & 1 (945 i 4 I A &
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L, MDA FIGSH &t 22 F G 11228 (P > 0.05),
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ZH 5 MDA (pmoL * mg ") SOD (U * mg") GSH (U - mg™") CAT (U mg")
popiickicl 7.42 +0.31 33.54 £3.14 7.25+0.85 33.28 +3.87
MPP+4H 18.38 + 3.67° 17.34 + 3.23° 3.53 +0.98" 20.65 + 2.18"
MST1 SiRNA+MPP+£H 10.65 + 1.05" 25.62+3.43" 6.15+1.22" 28.34 +3.37"
MST1 SiRNAZH 6.53+0.51 35.25 +3.54° 7.57 +1.49 32.82+1.28°
F 51.883 42.824 36.089 67.396

P <0.001 <0.001 <0.001 <0.001

i Hafmata, ‘P<0.01; S5MPP+44at, "P<<0.01; B5MSTI SIRNA+MPP+2a481t, ‘P<<0.01
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Figure 2. Protein band diagrams of MST1, ULK1, p—S6K1 and S6K1
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IR (x+s, n=3)

Table 4. Effects of MST1 SiRNA on the expression of MST1, ULK1, p—-S6K1 and S6K1 proteins (x + s, n=3)

205 MST1 ULK1 p-S6K1 S6K1 p—S6K1/ S6K1
X HRZH 1.00 + 0.08 1.00 +0.19 1.00 +0.15 1.00+0.11 1.00 £0.14
MPP+4 3.12+0.15 1.92 +0.14" 0.25+0.03" 1.04 +0.03 0.24 = 0.05"
MST1 SiRNA+MPP+£H 2.11+0.24° 1.32+0.12° 0.70 + 0.03° 1.09 +0.04 0.68 = 0.06°
MST1 SiRNAZ 0.30 + 0.05" 0.95 +0.05 1.03 +0.08 0.94 +0.05 1.05 = 0.08
F 201.804 29.858 52.461 2.841 51.357

P <0.001 <0.001 <0.001 0.106 <0.001

iE: HameaAark, ‘P<0.01; 5MPP+aifat, "P<0.05, ‘P<0.01; 5MSTI SIRNA+MPP+414ak, ‘P<0.01
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